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Page 2: Lines 11–14 should read as follows: “. . .Unlike the genomes of other gamma-
proteobacterial methanotrophs, the USC draft genome contains nearly all essential
genes for a complete serine biosynthesis pathway for formaldehyde assimilation.
However, the enzymes unique to the typical RUMP pathway, hexulose-6-phosphate
synthase and hexulose phosphate isomerase, were not detected. . . .”
Published 7 September 2017
Citation Edwards CR, Onstott TC, Miller JM,
Wiggins JB, Wang W, Lee CK, Cary SC, Pointing
SB, Lau MCY. 2017. Erratum for Edwards et al.,
“Draft genome sequence of uncultured upland
soil cluster Gammaproteobacteria gives
molecular insights into high-afﬁnity
methanotrophy.” Genome Announc
5:e00962-17. https://doi.org/10.1128/genomeA
.00962-17.
Copyright © 2017 Edwards et al. This is an
open-access article distributed under the terms
of the Creative Commons Attribution 4.0
International license.
ERRATUM
crossm
Volume 5 Issue 36 e00962-17 genomea.asm.org 1
 o
n
 O
ctober 5, 2017 by UNIVERSITY O
F W
AIKATO
 LIBRARY
http://genom
ea.asm
.org/
D
ow
nloaded from
 
